‘ Module 10: Metabolic enrichment analysis |——| Create and enrich metabolic networks
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http://www.cytoscape.org
http://www.cytoscape.org
http://apps.cytoscape.org/apps/metscape
http://apps.cytoscape.org/apps/cy3sabiork
http://apps.cytoscape.org/apps/chemviz2
http://www.hmdb.ca
https://metlin.scripps.edu/landing_page.php?pgcontent=mainPage
http://stitch.embl.de
http://www.genome.jp/kegg/compound/
https://www.ncbi.nlm.nih.gov/pccompound
http://www.brenda-enzymes.info
http://sabio.h-its.org
http://abi.inf.uni-tuebingen.de/Services/MetaRoute/
http://fmm.mbc.nctu.edu.tw
http://www.metaboanalyst.ca
http://pathways.embl.de
http://metap.helmholtz-muenchen.de/metap2/
https://scopes.biologie.hu-berlin.de

